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for transformation in Chinese cabbage via the pollen-tube 
pathway. Our result displayed that only 29 transgenic plants 
were obtained from 18936 T0 seeds. Zhang et al. (2005) 
suggested that the prior steps of the pollen-tube transgenic 
technology are convenient, but amount populations of 
progeny was required to screen in order to obtain abundant 
available transformed plants. In the subsequent study, a 
large number of T0 seeds should be needed to gain more 
transgenic plants to verify the effect of transgenic plants.  
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