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Addendum in the Acknowledgement Section of Int. J. Agric. Biol., 20: 1167-1174

The K599 genome was sequenced and assembled once again by us. The complete genome sequence of K599 was corrected
and updated in GenBank (accession numbers versions: CP019701.2, CP019702.2 and CP019703.3). The K599 genome has
5,482,241 bp and consists of one circular chromosome of 3,003,350 bp, one linear chromosome of 2,276,589 bp, and one Ri
plasmid (pRi2659) of 202,302 bp.

Especially, it should be noted that the sequence size of chromosome 1 of our report (GenBank accession number version:
CP019701.2) is consistent with that of the draft genome sequence reported by Valder Franco et al. (2016). We would like to
thank Dr. Roger Thilmony of USDA-Agriculture Research Service, Western Regional Research Center, Crop Improvement
and Genetics Research Unit, Albany, California, USA, for discussion on the K599 genome.
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